
objc[2194]: Class FIFinderSyncExtensionHost is implemented in both /System/Library/
PrivateFrameworks/FinderKit.framework/Versions/A/FinderKit (0x7fffa2e3b3d8) and /
System/Library/PrivateFrameworks/FileProvider.framework/OverrideBundles/
FinderSyncCollaborationFileProviderOverride.bundle/Contents/MacOS/
FinderSyncCollaborationFileProviderOverride (0x110525f50). One of the two will be 
used. Which one is undefined.
> library(usethis)
> library(devtools)
> install("COVIDreportwriter", dependencies = TRUE)
These packages have more recent versions available.
It is recommended to update all of them.
Which would you like to update?

1: All                               
2: CRAN packages only                
3: None                              
4: tidyselect (1.0.0 -> 1.1.0) [CRAN]
5: vctrs      (0.2.4 -> 0.3.0) [CRAN]

Enter one or more numbers, or an empty line to skip updates:

   checking DESCRIPTION meta-information ...
 
> library(COVIDreportwriter)
> imported.data <- import.and.process.data("data20200508.csv", "data_dict.csv")
There were 50 or more warnings (use warnings() to see the first 50)
> generate.report(imported.data, "report.pdf", "Erasme")

processing file: COV-report.Rmd
  |..                                                                                                                                   |   
2%
  |.....                                                                                                                                |   
3%
  |.......                                                                                                                              |   
5%
  |.........                                                                                                                            |   
7%
label: unnamed-chunk-1 (with options) 
List of 1
 $ child: symbol summary.file

processing file: /Library/Frameworks/R.framework/Versions/4.0/Resources/library/
COVIDreportwriter/rmd/summary.Rmd
  |.....................................................................................................................................| 



100%
   inline R code fragments

  |...........                                                                                                                          |   
9%
  |..............                                                                                                                       |  
10%
  |................                                                                                                                     |  
12%
  |..................                                                                                                                   |  
14%
label: symptomcombos (with options) 
List of 4
 $ echo      : logi FALSE
 $ out.width : chr "100%"
 $ fig.height: num 5
 $ message   : logi FALSE

  |.....................                                                                                                                |  
16%
label: symptomcombos2 (with options) 
List of 4
 $ echo      : logi FALSE
 $ out.width : chr "100%"
 $ fig.height: num 3
 $ message   : logi FALSE

  |.......................                                                                                                              |  
17%
label: symptomcombos3 (with options) 
List of 4
 $ echo      : logi FALSE
 $ out.width : chr "100%"
 $ fig.height: num 5
 $ message   : logi FALSE

  |.........................                                                                                                            |  
19%
  |............................                                                                                                         |  
21%
  |..............................                                                                                                       |  
22%
  |................................                                                                                                     |  
24%
label: comorbcombos2 (with options) 
List of 4



 $ echo      : logi FALSE
 $ out.width : chr "100%"
 $ fig.height: num 3
 $ message   : logi FALSE

  |..................................                                                                                                   |  
26%
  |.....................................                                                                                                |  
28%
label: comorbbyage (with options) 
List of 4
 $ echo      : logi FALSE
 $ out.width : chr "100%"
 $ fig.height: num 7
 $ message   : logi FALSE

Quitting from lines 83-85 (COV-report.Rmd) 
Error: Assigned data `0` must be compatible with existing data.
i Error occurred for column `subjid`.
x No common type for `value` <double> and `x` <character>.
In addition: Warning message:
Factor `agegp5` contains implicit NA, consider using `forcats::fct_explicit_na` 

> 


