> library(usethis)

> library(devtools)

> library(COVIDreportwriter)

> imported.data <- import.and.process.data("datax.csv", "data_dict.csv")
There were 25 warnings (use warnings() to see them)

> generate.report(imported.data, "report.pdf", "Erasme")

processing file: COV-report.Rmd

7%

label: unnamed-chunk-1 (with options)
List of 1

$ child: symbol summary.file

processing file: /Library/Frameworks/R.framework/Versions/4.0/Resources/library/
COVIDreportwriter/rmd/summary.Rmd

100%
inline R code fragments

11%

label: agepyramid (with options)
List of 1

$ echo: logi FALSE

14%

label: symptomcombos (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 5



$ message :logi FALSE

16%

label: symptomcombos2 (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 3

$ message :logi FALSE

18%

label: symptomcombos3 (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 5

$ message :logi FALSE

23%

label: comorbcombos2 (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 3

$ message :logi FALSE

26%

label: comorbbyage (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 3

$ message :logi FALSE



30%

label: sxbyage (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 3

$ message :logi FALSE

33%

label: signsbyage (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 3

$ message :logi FALSE

37%

label: labsbyage (with options)
List of 4

$ echo :logi FALSE

$ out.width : chr "100%"

$ fig.height: num 3

$ message :logi FALSE

44%

label: staybyage (with options)
List of 1

$ out.width: chr "80%"

47%
label: timeline (with options)



List of 1
$ out.width: chr "100%"

51%

label: recruitment3 (with options)
List of 1

$ echo: logi FALSE

54%

label: treatment1 (with options)
List of 1

$ echo: logi FALSE

58%

label: treatment2 (with options)
List of 1

$ echo: logi FALSE

61%

label: treatmenticu (with options)
List of 1

$ echo: logi FALSE

65%

label: treatment2icu (with options)
List of 1

$ echo: logi FALSE



label: icu_los (with options)
List of 1
$ echo: logi FALSE

72%

label: onsetadmission (with options)
List of 1

$ out.width: chr "80%"

75%

label: admoutcome (with options)
List of 1

$ out.width: chr "80%"

79%

82%

label: unnamed-chunk-2 (with options)
List of 1

$ child: symbol background.file

processing file: /Library/Frameworks/R.framework/Versions/4.0/Resources/library/
COVIDreportwriter/rmd/background.Rmd

100%
ordinary text without R code

86%
label: unnamed-chunk-3 (with options)



List of 1
$ child: symbol methods.file

processing file: /Library/Frameworks/R.framework/Versions/4.0/Resources/library/
COVIDreportwriter/rmd/methods.Rmd

100%
inline R code fragments

89%

label: unnamed-chunk-4 (with options)
List of 1

$ child: symbol caveats.file

processing file: /Library/Frameworks/R.framework/Versions/4.0/Resources/library/
COVIDreportwriter/rmd/caveats.Rmd

100%
ordinary text without R code

93%

label: unnamed-chunk-5 (with options)
List of 1

$ child: symbol summtables.file

processing file: /Library/Frameworks/R.framework/Versions/4.0/Resources/library/
COVIDreportwriter/rmd/summarytables.Rmd

100%
inline R code fragments

Quitting from lines 2-307 (/Library/Frameworks/R.framework/Versions/4.0/Resources/



library/COVIDreportwriter/rmd/summarytables.Rmd)

Quitting from lines NA-307 (/Library/Frameworks/R.framework/Versions/4.0/Resources/
library/COVIDreportwriter/rmd/summarytables.Rmd)

Error in "[.default’ (de$sex.out.tab, 3, 1) : subscript out of bounds

In addition: Warning messages:

1: Removed 14 row(s) containing missing values (geom_path).

2: Removed 105 row(s) containing missing values (geom_path).



